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Why flights from China ?











Lavatory service truck



Sampling of wastewater



Sample preparation



Methods

1. Extraction: RNeasy kit Qiagen

2. qPCR N1 gene SARS-CoV2 : 2019-nCoV CDC EUA kit 

3. Sequencing

 RBD (Sgene) : Sanger  &  Illumina sequencing
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2. qPCR N1 gene SARS-CoV2 : 2019-nCoV CDC EUA

3. Sequencing

 RBD (Sgene) : Sanger  &  Illumina sequencing

 WGS : Amplicon based Illumina sequencing ( ARTIC)

 WGS : Viral Surveillance Panel Illumina (hybrid capture)

4. Other pathogens: qPCR



Results



RBD Illumina sequencing & SAM refiner



HU 023

DY2 =BA.5.2.48.2

560,008 mapped reads

> 90% coverage

Both BA.5 derivates

HU 007 

DY4=BA.5.2.48.4

718,829 mapped reads

> 90% coverage

WGS: Amplicon based Illumina sequencing & Freyja



Polyomavirus JC 99,7%

SARS-CoV2: BA5 22B 99,9%

PMMoV 97,8%

Polyomavirus BK 89,1%

HPV 33 85,7%

HPV 39 84,4%

Norovirus GII.P16 86,8%

Norovirus GI.P13 54,9% 

WGS: Viral Surveillance Panel by Illumina: hybrid capture

HU 023  



Sequencing results

Sanger RBD

HU005 : BA.4/ BA.5

HU006 : BA.4.6/ BF.7

HU007 : BA.4/ BA.5

HU008 : XBB.1.13

HU023 : BA.4/ BA.5

HU029 : XBB.1.5

HU034: BA.4/ BA.5

Illumina RBD

HU005 : BA.4/ BA.5

HU006 : BA.4.6/ BF.7

HU007 : BA.4/ BA.5

HU008 : XBB.1.13

HU023 : BA.4/ BA.5

HU029 : XBB.1.5

HU034: BA.4/ BA.5

WGS ARTIC

HU005 : /

HU006 : /

HU007 : BA.5.2.48.4

HU008 : /

HU023 : BA.5.2.48.2

HU029 : /

Hybrid Capture

HU007 : BA.5 (22B)

HU023 : BA.5 (22B)

FreyjaSAM refiner



Other pathogens

SAMPLE DATE RESPI PATHOGEN

2023-HU-0002 10/01/2023 Enterovirus/Rhinovirus

Streptococcus pneumoniae

2023-HU-0004 13/01/2023 Adenovirus

2023-HU-0007 18/01/2023 Adenovirus

Streptococcus pneumoniae

SAMPLE DATE GASTRO PATHOGEN

2023-HU-0002 10/01/2023 Norovirus GII

Campylobacter

Clostridium difficile toxin A/B

Enteroaggregatieve E coli

Enteropathogenic E coli

parasites

2023-HU-0004 13/01/2023 Adenovirus 40/41

Enteroaggregatieve E coli

Enterotoxigenic E coli

Plesiomonas shigelloides

parasites

2023-HU-0007 18/01/2023 Enteropathogenic E coli

Enteroaggregatieve E coli

Adenovirus F40/F41



Other pathogens
qPCR: 32 samples

poliovirus: negative

Candida auris: 

negative

enterovirus:

12 positive

> Ct 32
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2023-HU-0002 10/01/2023 Enterovirus/Rhinovirus

Streptococcus pneumoniae

2023-HU-0004 13/01/2023 Adenovirus

2023-HU-0007 18/01/2023 Adenovirus

Streptococcus pneumoniae
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qPCR: 32 samples

poliovirus: negative

Candida auris: 

negative

enterovirus:

12 positive

> Ct 32

Bacterial Culture:

Enterobacterales: 

Escherichia coli, 

Klebsiella pneumoniae, 

Morganella morganii; 

Providencia spp, 

Enterococci



Future perspectives
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